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The use of DNA analysis in sectional identification of a Pinus pollen grain found in Belukha Glacier,
Altain Mountains, Russia
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This study attempted to analyze DNA of a single Pinus pollen grain extracted from surface snow taken in Belukha glacier of
Russia’s Altai Mountains in July 2003. A 149 bp rpoB fragment from the chloroplast genome in each Pinus pollen grain was
amplified using polymerase chain reaction and the DNA products were sequenced in order to classify them at section level.
The 105 pollen grains were used for the test and the sequences were obtained from the 8 grains. Pinus is recognized with
approximately 111 species in two subgenera, four sections, and 17 subsections. From the obtained sequences, the pollen grains
were all classified as sect. Quinquefoliae among the four sections, namely Quinquifoliae, Parrya, Trifoliae and Pinus. Pinus
sibirica in sect. Quinquefoliae are currently found surrounding the glacier. The consistent results for the section may suggest
that the source of the pollen in the glacier is Pinus trees found on its surroundings.

HEHEEE OOKINIE, ZDZ<HHEAEDSEA km INOFEBEICAZE L TRY | RIS KR G138 & WS
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